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Why is CartograPlant relevant and timely?
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3. The frequency and impact of invasive
pests and pathogens is increasing due to

4. Threats specific to forests: illegal
logging and deforestation

globalization and climate change
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ANALYTIC WORKFLOWS

= CartograPlant offers several analytic workflows via Galaxy

(usegalaxy.org), a user-friendly platform that allows high-
throughput data analysis without the need of coding skills,

thanks to the module Tripal Galaxy.
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the integration of a diversity of data types (genotypic,
phenotypic and envrironmental) from different studies, thanks
to the metadata collection using ontologies and standards.
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DATA SELECTION

Plants can be selected for data analysis by
multiple filtering criteria (taxonomy,
study, data source...) or by drawing the
area of interest directly on the map

WORKFLOW DESCRIPTION

1. SNP quality filtering allows to retain high quality SNPs to ensure the

3 trustworthiness of further analysis
6. LANDSCAPE 2. Imputation allows to infer the lacking SNPs, enhancing association signals
GENOMICS 3. SNPs can be remapped against the newest version of the reference

genome. It ensures the transferability and interoperability of SNPs from
different studies and sequencing techniques.

4. Population structure and kinship calculation is useful to ask population
genomic questions but also to avoid spurious associations during association
mapping (5) and landscape genomics (6) analyses.

7. Meta-analysis is enabled thanks to the metadata collected in
CartograPlant. Meta-analysis can increase the power to detect association
signals by increasing sample size and by examining more variants
throughout the genome than each dataset alone.
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